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Carbohydrate masking, (531) 255 
Carbon monoxide, (522) 3 
Carbon tetrachloride, (532) 391 
Carbonic anhydrase II, (519) 35 
Carbonyl, (511) 118 
Carbonyl metabolism, (523) 213 
Carboxyhemoglobin, (522) 3 
Carboxypeptidase inhibitor, (532) 207 
Carboxypeptidase Y, (532) 207 
Carcinogenesis, (530) 59 
Cardiac, (530) 239 
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Cardiac muscle, (519) 201 
Cardiac myocyte, (529) 356 
Cardiac myofibril, (520) 35 
Cardiac Na + Ca 2+ exchange, (511) 113 
Cardiac troponin, (513) 289 
Cardiac troponin C, (513) 289 
Cardiac troponin I, (513) 289 
Cardiac troponin T, (513) 289 
Cardiolipin, (528) 35 
Cardiolipin pK, (528) 35 
Cardiomyocyte, (512) 75; (531) 285; (531) 448 
Cardiomyogenesis, (523) 229 
Cardiomyopathy, (529) 303 
J3-Carotene, (519) 30 
Carotenoid, (524) 145 
Carotenoid biosynthesis, (515) 133 
Carotenoid-less, (528) 227 
Cartilage, (528) 109 
Casein kinase 2, (531) 363 
Casein kinase Ic¢, (517.) 167 
Casokinin, (531) 369 
Caspase, (512) 313; (515) 66; (517) 229; (522) 65; (526) 21 ; (527) 223; 

(527) 289; (528)23; (530)9; (53l) 18; (531) 168; (531)421 
Caspase-1, (518) 149; (530) 73; (532) 61 
Caspase-3, (510) 62; (513) 184; (515) 61; (528) 63; (529) 286 
Caspase-3 activation, (529) 325 
Caspase-7, (514) 122 
Caspase-8, (527) 250 
Caspase-9, (517) 133; (529)249 
Caspase-12, (514) 122 
Caspase inhibitor, (512) 308 
Caspase recruitment domain, (521) 165 
Casper-S/c-FLIPs, (510) 37 
Cat C, (520) 171 
Catabolite inactivation, (513) 193 
Catalase, (518) 107 
Catalytic antibody, (514) 290 
Catalytic domain, (519) 147 
Catalytic mechanism, (510) 121 ; (514) 243 
Catalytic triad, (517) 24 
Cataract, (512) 191; (512) 199 
Catecholamine biosynthesis, (528) 166 
[3-Catenin, (518) 83 
Cathelicidin, (519) 141; (532) 115 
Cathepsin, (521) 43 
Cathepsin D, (514) 141 ; (517) 281 ; (531) 459 
Cathepsin L, (510) 211 
Cation, (524) 20 
Cation binding site, (513) 277 
Cation channel, (516) 270 
Cav2.1 subunit, (528) 177 
Cav2.3 ((XiE) channel, (516) 229 
Cav3.1 channel, (531) 235 
Caveola, (511) 113; (531) 81 
Caveolae/raft structure, (530) 9 
CB1 cannabinoid receptor, (525) 164 
Cbf5p, (510) 27 
Cbl, (529) 110 
CCAAT-binding complex, (512) 227 
CcmC, (523) 23 
Cczl, (530) 174 
Cczlp, (526) 71 
CD4, (514) 209; (516) 257 
CD9, (531) 93 
CD14, (531) 184 
CD23/FceR II, (518) 53 
CD28, (525) 53 
CD31, (532) 216 
CD34, (531) 103 
CD44, (528) 101 
CD47, (519) 1 / 
CD95L, (519) 50 
CD163, (526) 93 
CD178, (519) 50 
Cdc2, (529) 319 
Cdc20, (519) 59 
Cdc25, (513) 53; (528) 267 
Cdc42, (527) 284; (532) 351 

Cdc48, (520) t07 
Cdhl, (519) 59 
cDNA, (510) 159 
cDNA microarray, (513) 230; (514) 229 
cDNA-amplified fragment length polymorphism, (515)44 
CDR peptide, (525) 77 
Celecoxib, (531) 278 
[3-Cell, (513) 189 
Cell adhesion, (512) 111; (513) 114; (520) 145 
Cell aggregation, (510) 175 
Cell attachment, (530) 48 
Cell-cell contact, (517)261 
Cell cycle, (512)287; (523) 143; (525) 145; (526) t19; (531)319 
Cell cycle checkpoint, (528) 267 
Cell death, (518) 149; (531) 168 
Cell differentiation, (517) 83 
Cell-free, (524) 159 
Cell-free protein synthesis, (514) 102; (514) 290; (517) 211 
Cell growth, (524) 79; (530) 147; (531) 54 
Cell integrity, (527) 186 
Cell locomotion, (510) 5 
Cell lysis, (531) 127 
Cell motility, (525) 151; (527)284 
Cell nucleus, (514) 135 
Cell polarity, (529) 54 
Cell proliferation, (514) 351 ; (519) 8 
Cell shape, (514) 238 
Cell signaling, (513) 53; (524) 6 
Cell surface association, (523) 63 
Cell viability, (522) 41 
Cellobiose dehydrogenase, (518) 29 
Cellular FLICE inhibitor protein, (527) 250 
Cellular prion protein, (512) 25 
Cellular senescence, (523) 157 
Cellulolytic genes, (528) 279 
Cellulose degradation, (518) 29 
Central effect, (528) 40 
Central nervous system, (531)427 
Centriole disorientation, (521) 9 
Centrosome, (529) 319 
Centrosome duplication, (521) 9 
Centrosome maturation, (521) 9 
Centrosome separation, (521) 9 
Centruroides, (532) 121 
Ceramidase, (516) 47 
Ceramide, (516) 47; (524) 103; (526) 15; (526) 135; (528) 3; (530) 9; 

(530) 104; (531) 38; (531) 47; (531) 329; (532) 441 
C2-ceramide, (514) 361 
Cerebellar granule cell, (515) 8 
Cerebral cortex, (531) 103 
Cerivastatin, (531) 415 
Ceruloplasmin, (520) 8; (531) 402 
Cervical cancer cells, (519) 195 
cGMP, (524) 73 
Chagas' disease, (526) 147 
Chalepin, (520) 13 
Channel, (532) 183 
Channel function, (512) 43 
Channel gating, (531) 235 
Channel-kinase, (514) 26 
Chaperone, (510) 89; (520) 107; (527) 234; (529) 6; (532) 253 
Chaperonin, (529) 1 ; (529) 11 ; (532) 309 
Charge-dipole interaction, (527) 171 
Charge movement, (531) 235 
Charge recombination, (532) 407 
Charge separation, (530) 153 
Charge state distribution analysis, (527) 76 
Charybdotoxin, (527) 298 
Checkpoint, (513) 58; (529) 43 
Chemical cell signal, (514) 329 
Chemical shift index, (517) 139 
Chemiluminescence, (523) 128 
Chemiosmotic, (528) 35 
Chemokine, (515) 159 
Chemokine receptor antagonist, (527) 255 
Chemokine receptor CCR5, (519) 173 
Chemostat, (522) 6 
Chemotaxis, (516) 58; (527) 255; (532) 221 
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Chemotaxonomy, (521) ll  5 
Chicken, (513) 169 
13-Chitin, (510) 201 
Chitinase A1, (510) 201 
Chkl, (528) 267 
Chl a/b protein, (514) 149 
Chlamydomonas, (529) 34 
Chlamydomonas reinhardtii, (520) 73; (525) 121 ; (529) 39 
Chlamydomonas reinhardtii ewl 5, (523) 95 
Chloramine, (510) 41 
Chlorella virus PBCV-I, (530) 65 
Chloride channel, (532) 237 
8-Chloro-2'-deoxyguanosine, (516) 67 
8-Chloro-dGTP, (512) 149 
2-Chloro-4-nitrophenyl, (518) 79 
ChloroJlexus aurantiacus, (512) 125; (523) 119 
Chlorogenic acid, (517) 257 
Chlorophyll, (530) 117 
Chlorophyll b, (528) 235 
Chlorophyll d, (514) 149; (530) 153 
Chlorophyll fluorescence, (523) 138 
Chlorophyllide a oxygenase, (528) 235 
Chloroplast, (512) 145; (524) 127; (524) 145; (529) 34; (529) 215 
Chloroplast enzyme, (520) 73 
Chloroplast gene expression, (529) 39 
Chloroplast import, (510) 145 
Chloroplast signal recognition particle, (512) 13 
Chloroquine, (522) 3 
Cholera toxin, (529) 49 
Cholesterol, (523) 79; (525) 1'69; (531) 33 
Cholesterol efflux, (528) 230 
Chondrocyte, (518) 67; (528) 109; (531) 505 
Chondroitin-4-sulfate, (512) 245 
Chondroitin sulfate proteoglycan, (527) 114 
Chromatid separation, (528) 246 
Chromatin, (523) 7 
Chromatin condensation, (512) 308 
Chromatin immunoprecipitation, (523) 123 
Chromatin remodeling, (513) 124; (514) 111 
Chromatium minutissimum, (528) 227 
Chromogranin B, (511) 127 
Chromophore, (523)23; (525) 13; (531)525 
Chromosomal localization, (519) 71 
Chromosome condensation, (518) 23 
Chromosome segregation, (525) 105 
Chronic granulomatous disease, (518) 107 
c~-Crystallin, (522) 59 
c~-Crystallin domain, (519) 16 
Chymase, (512) 133 
Chymotrypsin, (512) 133 
Cigarette smoke low-density lipoprotein, (512) 218 
Cigarette smoking, (512) 218 
CIKS, (532) 241 
Ciliary beat frequency, (530) 31 
Ciliary neurotrophic factor receptor, (514) 214 
Ciliate mating type, (514) 329 
CIN85, (529) 110 
Circadian, (526) 115 
Circadian rhythm, (513) 169 
Circoviridae, (510) 171 
Circular dichroism, (513) 213; (519) 221 ; (521) 31 ; (522) 65; (522) 77; 

(522) 135; (523) 152; (527)303; (529) 193; (532)273 
Circular dichroism spectroscopy, (520) 8! 
Circularization, (525) 77 
Circulating fragment, (518) 124 
Cisplatin, (510) 154; (518) 129 
Cisplatin adduct, (518) 144 
Citalopram, (512) 59 
L-Citrulline, (514) 135 
Citrus cell, (510) 136 
c-jun, (524) 103 
c-Jun antibody, (531) 168 
c-Jun NH2-terminal kinase, (514) 260; (527) 223 
c-JUN N-terminal kinase, (516) 63 
c-Jun N-terminal kinase, (526) 38; (527) 284; (529) 183 
c-Jun N-terminal kinase 1, (520) 18 
CKI, (531) 319 
Clan, (523) 17 

Clan GH-A, (523) 103 
Class I and class II binding modes, (513) 45 
Clathrin, (513) 11; (529) 49 
Clathrin hub, (514) 355 
Clathrin light chain, (514) 355 
Clavaminate synthase, (517) 7 
Clavulanic acid, (517) 7 
Clb2, (532) 7 
clk-1, (512) 33; (516) 279 
Clock gene, (513) 169 
Clock mutation, (526) 115 
Cloning, (524) 163 
Closed loops, (527) 1 
ClustalW, (529) 126 
Cluster analysis, (522) 24 
Clusterin, (513) 259 
CMS/CD2-associated protein, (529) 110 
CNDAC, (520) 167 
CNTF, (514) 214 
Coactivator, (523) 43 
Coagulation, (510) 67 
Coagulation enzyme, (530) 220 
Coassembly, (514) 204 
Codon frequency, (5t6) 87 
Coenzyme A, (513) 299 
Coenzyme Q10, (525) 169 
Cofactor, (517) 267; (520) 127 
Coiled-coil, (517) 233 
Coiled-coil domain, (523) 193 
Cold, (531) 561 
Cold acclimation, (517) 129 
Cold-acclimated chicken, (529) 313 
Cold-adapted protein, (514) 329 
Cold treatment, (517) 79 
Collagen, (514) 175; (528) 139 
Collagen gel, (531) 93 
Collagen-related peptide, (528) 139 
Collagenase-1, (524) 193 
Coltagenase-3, (532) 31 
Colocalization, (531) 299 
Colon cancer, (518) 83 
Colon cancer cells, (531) 278 
Colonic cancer, (530) 147 
Colorectal cancer, (516) 217; (529) 232; (531) 415 
Combinatorial chemistry, (518) 60 
Competition, (532) 198 
Competitive polymerase chain reaction, (527) 216 
Competitive uPA-derived peptide antagonists, (528) 212 
Complement activation, (532) 338 
Complex formation, (521) 14 
Complex l, (512) 80; (512) 91 
Complex III, (529) 173 
Compositional homogeneity, (511) 165 
Computational modelling, (531) 343 
Computer analysis, (516) 87 
Computer simulation, (521) 133 
Cone arrestin, (524) 116 
Confocal microscopy, (512) 191; (532) 188 
Conformation, (512) 95; (521) 133; (531) 137 
Conformation of clusters, (527) 76 
Conformational change, (521) 14; (524) 107; (525) 77; (530) 197 
Conformational movement, (514) 2 
Conformational stability, (531) 543 
Conformational transition, (528) 251 ; (531) 241 
Conformer, (519) 35 
Congenital stationary night blindness, (528) 17 
Conifer, (526) 49 
Coniferyl alcohol, (529) 198 
Connective tissue growth factor, (528) 109 
Connexin 43, (531) 132 
g-Conotoxin, (511) 159 
c0-Conotoxin, (528) 177 
Conserved protein domain, (529) 162 
Constitutive activity, (517) 195; (528) 17 
Constitutive androstane receptor 13, (532) 373 
Contraction, (519) 201 
Controlled release, (515) 184 
Conventional protein kinase C, (531) 475 
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Convertase, (527) 309 
Cooperativity, (532) 261 ; (532) 333 
COP9 signalosome, (527) 15 
Copper, (511) 118; (520) 8; (527)239 
Copper binding, (512) 38 
Copper ion, (531) 402 
Copper protein, (518) 10 
Coproporphyria, (526) 5 
COQ3, (515) 104 
Core, (518) 169 
Coronary artery smooth muscle cell, (523) 85 
Corticosteroid, (518) 53 
CPI17, (515) 127 
cpnl0, (529) 1 
cpn60, (529) 1 
cpSecY, (512) 13 
cpSRP54, (524) 127 
Cre, (523) 68 
CreA, (530) 4l 
Cre-loxP, (529) 116 
Critical kind of switch, (532) 295 
CRMP family, (532) 445 
Crosslinker, (525) 135 
Cross-linking, (510) 141 ; (514) 55; (524) 107; (524) 127; (527) 159 
CrylA toxin, (519) 215 
Cryogenic reduction, (532) 203 
Cryptochrome, (513) 169 
~-Cryptoxanthin, (519) 30 
Crystal structure, (514)243; (521)24; (523)239; (525) 100 
Crystallin, (527) 234 
3~2-crystallin, (513) 213 
Csk, (520) 156 
CSPG repeat, (527) 114 
CTD, (513) 305 
C-terminal cytoplasmic tail, (524) 73 
CTL4 (NG22), (521) 19 
Ctrl, (527) 239 
C-type lectin, (531) 229 
C-type natriuretic peptide, (524) 172 
Cucurbitamoschata, (514) 281 
Culmination, (527) 37 
Cultured human cell, (521) 195 
Cupiennin 1, (527) 193 
Cupiennius salei, (527) 193 
Curcumin, (512) 334 
Cvt pathway, (526) 71 
CXCR4, (514) 209; (527) 255 
Cyanobacterium, (513) 175; (516) 167; (517) 19; (519) 82; (519) 123 
Cyclic adenosine-3',5'-phosphate, (530) 53 
Cyclic AMP response element binding protein phosphorylation, (527) 

109 
Cyclic guanosine monophosphate, (511) 59 
Cyclic peptide, (516) 197 
Cyclin, (523) 143 
Cyclin A, (526) 82 
Cyclin B, (527) 303; (529) 319; (532) 7 
Cyclin D1, (515) 141 
Cyclin-dependent kinase 5, (523) 58; (530) 209 
Cyclin-dependent kinase 5 activator, (523) 58 
Cyclin-dependent protein kinase, (515) 104 
Cyclin E, (526) 82 
Cyclization, (515) 133 
Cyclodextrin, (516) 109 
Cyclodextrin glycosyltransferase, (514) 189 
Cyclopentenyl cytosine, (527) 229 
Cyclophilin D, (512) 1 
Cyclosporin, (516) 191 
Cyclosporin A, (512) 1 ; (522) 168 
CYP1A1/A2, (519) 205 
CYP2B1/B2, (519) 205 
Cyp2bl0, (532) 373 
CYP2E1, (519) 205 
Cypridina luciferin analog, (523) 128 
Cysteine, (517) 229 
Cysteine labeling, (527) 159 
Cysteine oxidation, (531) 209 
Cysteine protease, (517) 144; (528)246; (531)265 
Cysteine proteinase, (532) 401 

Cysteine-rich region, (527) 309 
Cysteine scanning, (513) 277 
Cystic fibrosis, (526) 87; (532) 237 
Cystic fibrosis transmembrane conductance regulator, (518) 183 ; (526) 

87; (532) 237 
Cystine, (526) 106 
Cytochrome, (512) 125; (519)41 
Cytochrome b6[) ccOmplex, (519) 99 
Cytochrome bd, (519) 82 
Cytochrome bo~, (527) 81 
Cytochrome e, (510) 62; (510) 185; (515) 8; (517) 133; (518) 129; (521) 

53; (522) 29; (523) 99; (524) 25; (529) 249; (532) 256 
Cytochrome c biogenesis, (522) 83 
Cytochrome c nitrite reductase, (522) 83 
Cytochrome c oxidase, (527) 81 ; (532) 261 
Cytochrome c3, (532) 261 
Cytochrome c6, (517) 50; (531) 543 
Cytochrome cM, (517) 50 
Cytochrome oxidase, (514)340; (516) 1t9; (518) 10 
Cytochrome P450, (514) 219; (528) 90 
Cytochrome P450 2B1, (512) 319 
Cytochrome P-450 IIB1, (512) 121 
Cytochrome P450 reductase, (519) 205 
Cytokine, (5l 1) 36; (514) 214; (515) 119; (516) 63; (517) 92; (525) 151 ; 

(531) 12; (532) 67; (532) 164 
Cytokinesis, (525) 105 
Cytokinin, (515) 39; (527) 315 
Cytolytic pore, (512)43 
Cytoplasm to vacuole targeting, (512) 173 
Cytosine-5'-triphosphate synthetase, (527) 229 
Cytoskeleton, (513)71; (513) 119 
Cytosolic phospholipase A2, (531) 18 

D 

D1 protein, (512) 13; (516) 156; (516) 167; (524) 127 
Database, (516) 253 
Daucus carota, (515) 75 
Daanorubicin, (525) 141 
Dbl, (513) 85 
DDB2, (512) 168 
Deafness locus putative guanine nucleotide exchange factor, (532) 211 
Death domain, (531) 18 
Death effector domain, (527) 250 
Death inducing signaling complex, (527) 250 
Deathligand, (526) 135 
7-Deazaxanthine, (510) 83 
DEC1, (530) 186 
Decarboxylase, (510) 196 
Decorin, (530) 124 
Decoy receptor, (531) 304 
Defense response, (518) 164 
Degradation signal, (529) 22 
Dehydroascorbic acid, (527) 5 
Dehydroepiandrosterone, (532) 153; (532) 373 
Dehydroepiandrosterone-sulfate, (532) 373 
Dehydroquinase, (530) 24 
3-Dehydroquinic acid, (530) 24 
Deletion mutant, (532) 387 
Deletions, (53l) 363 
Demethoxy ubiquinone, (512) 33 
Demethylation reaction, (519) 205 
Denaturation, (511) 73 
Denaturation curve, (511) 73 
Dendritic cell, (511) 123; (512) 67 
Denervation, (529) 303 
Dengue, (524) 20 
5'-Deoxyadenosine, (532) 465 
Deoxy-cardiolipin, (528) 35 
Deoxycytidine triphosphate, (532) 211 
2'-Deoxyguanosine, (516) 67 
Deoxyribonuclease I, (510) 22 
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DEP-1, (517) 27 
Dephosphorylation, (511) 139; (513) 305; (516) 265; (521) 145; (527) 

186; (528) 139; (532) 363 
2+ Depletion of ER Ca stores, (529) 325 

Dermatan sulfate, (522) 147 
A 9 Desaturase, (526) 49 
Desensitization, (516) 124; (521) 140 
Desmin, (523) 229 
Desolvation shell, (527) 166 
Detergent, (528) 251 
Detergent-resistant membrane, (516) 139 
Detoxification, (520) 63 
Deuterium labelling, (530) 89 
Deuterium nuclear magnetic resonance, (519) 103 
Development, (521) 100; (523) 143; (524)225; (532)459 
DH, (513) 85 
Diabetes, (512) 85; (515) 109; (525) 169; (527) 5; (530)215 
Diabetes mellitus, (532) 1 
Diacylglycerophosphatidylcholine, (511) 150 
Diadinoxanthin, (523) 163 
2'3'-Dialdehydo-UDP-~x-D-N-acetylglucosamine, (521) 127 
Dialign, (529) 126 
Dialysis, (515) 146 
Diamine oxidase, (520) 8 
Diastereomerically pure S-ODN, (528) 48 
Diatom, (523) 163 
Diatoxanthin, (523) 163 
Dibucaine, (532) 396 
2',7'-Dichlorodihydrofluorescin diacetate, (511) 21 
Dictyostelium discoideum, (510) 5; (510) 117; (527) 37; (532) 459 
Dielectric spectroscopy, (525) 111 
Diet, (530) 17 
Differential display, (513) 230 
Differential scanning calorimetry, (522) 77; (531) 209; (531) 343 
Differential screening, (522) 88 
Differentiation, (515) 1; (518) 159; (527)216; (529)361; (531)421 
Differentiation in vitro, (531) 389 
Dihydroflavonol 4-reductase, (531) 453 
Dihydrofolate reductase, (514) 106 
Dihydroorotate dehydrogenase, (529) 346 
7,8-Dihydropterin, (523) 234 
Diltiazem, (516) 191 
Dimer, (519) 103; (529)27; (531) 335 
Dimeric enzyme, (518) 93 
Dimerization, (516) 31; (524) 87; (529) 102; (532) 171 
2,5-Dimethoxyhydroquinone, (531) 483 
Dimethylglycine dehydrogenase, (522) 141 
Dimethylsulfoxide, (519) 181 
1,2-Dimyristoyl-sn-glycero-3-phosphocholine, (512) 47 
1,2-Dimyristoyl-sn-glycero-3-phosphoglycerol, (512) 47 
DING protein, (524) 6 
o-Dinitrobenzene, (525) 131 
Dioxygenase, (517) 7 
Diphenylamine, (516) 156 
Diphenylhexatrienyl propanoyl fluorophore, (516) 109 
Diphosphonucleotide phosphataselphosphodiesterase, (519) 159 
Dipolar shift, (528) 189 
Directed evolution, (532) 455 
Discoidin domain, (514) 175 
Discriminant analysis, (522) 24 
Disintegrin, (512) 111 
Disintegrin metalloproteinase, (524) 154 
Dispersion prism, (512) 235 
Disproportionation, (527) 67 
Distal element, (517) 13 
Disulfide motif, (521) 87 
Dithiol/disulfide exchange, (511) 145 
Diuron, (523) 95 
Divalent metal transporter, (510) 71 
DMSO, (511) 85 
DMT1, (527) 239 
DNA, (510) 154; (511) 150; (517)281; (530) 143 
DNA-binding domain, (528) 95 
DNA damage, (531) 215 
DNA deamination, (519) 128 
DNA degradation, (519) 128 
DNA demethylation, (519) 128; (527) 63 
DNA end-joining, (527) 105 
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DNA fragmentation, (515) 66; (532) 111 
DnaK, (520) 25 
DNA methylation, (514) 305; (532) 367 
DNA-methyltransferase, (532) 367 
DNA pairing, (531) 109 
DNA polymerase cq (527) 143 
DNA polymerase stability, (529) 43 
DNA repair, (513) 58; (516) 164 
DNA replication, (529) 43 
DNA rings, (527) 1 
DNA-RNA junction, (531) 204 
DNA-RNA-DNA/DNA heteroduplex, (531) 204 
DNA strand break, (514) 111 
DNA synthesis, (512) 75; (526) 82 
Docking, (516) 43; (526) 1 
Domain, (522) 77 
C2 domain, (516) 93 
Domain II, (511) 79 
Domain swapping, (528) 114 
Domains, (529) 22 
Dopamine, (511) 118 
Dopamine biosynthesis, (530) 94 
Dopamine secretion, (530) 94 
Doppel, (530) 85 
Dorfin, (531) 354 
Dorsal root ganglion, (511) 90; (523) 68; (532) 419 
Dorsoventral patterning, (531) 427 
Double gene transfection, (520) 47 
Double strand, (510) 175 
Double-stranded RNA-dependent protein kinase, (529) 249 
Doxorubicin, (531) 304 
Doxycycline, (517) 115 
dpp, (531) 427 
DRAL, (521) 165 
Driving force, (529) 93 
Drosophila, (522) 24; (527) 199; (531) 427 
Drosophila enabled/vasodilator-stimulated phosphoprotein homology 

1 domain, (513) 45 
Drug activity, (516) 113; (521) 109 
Drug delivery, (515) 184 
Drug delivery system, (510) 206; (516) 109; (520) 167 
Drug resistance, (515) 25; (520) 16l ; (521) 57; (525) 131 ; (529) 232 
Drug targets, (521) 72 
DsRed, (511) 11 
DT40 cell, (525) 145 
Dual kinase activity, (532) 357 
Dual-specificity phosphatase, (525) 48 
Duchenne muscular dystrophy, (517) 163; (530) 109 
dUDPase, (526) 147 
Duplex, (526) 77 
Duplication, (526) 5 
Durum wheat mitochondria, (516) 15 
dUTPase, (526) 147 
DUTT1, (523) 12 
Dye-coupling, (531) 132 
Dynamin, (523) 171 
DYRK, (510) 31 
Dystrophin, (513) 98; (517) 163; (530) 109 
Dystrophin-deficient heart, (520) 18 

E 

E1A, (526) 82 
E2F, (529) 122 
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LIF, (514) 214; (529) 361 
Life span, (516) 53 
LIG-1, (521) 67 
Ligand, (511)65; (515) 146 
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Maculatin 1.1, (512) 47 
Magnesium, (525) 71 
Magnesium dependence, (513) 223 
Magnetic circular dichroism, (512)263 
Major intrinsic protein family, (523) 109 
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C~-D-Mannose-bovine serum albumin, (516) 229 
MAP kinase, (531) 179 
MAP kinase substrate, (531) 179 
MAPK, (531) 561 
Maple syrup urine disease, (530) 133 
Marijuana, (531) 290 
Marsupial protein, (512) 38 
MAS, (518) 111 
Mass spectrometry, (512) 255; (513) 299; (515) 171 ; (519) 164; (520) 
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Matrix metalloproteinase, (516) 197; (518) 159; (531) 122; (532) 153 
Matrix metalloproteinase 2, (531) 459 
Maturation, (531) 265 
Maxi-K, (524) 97 
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Membrane insertion, (511) 51; (513) 242; (525) 33 
Membrane polypeptide oligomerization, (528) 222 
Membrane pore, (524) 92 
Membrane potential, (510) 105; (526) 97 
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Mitogen-activated protein kinase, (511) 15; (512) 107; (516) 101 ; (517) 

206; (518) 23; (521) 145; (524) 149; (527) 43; (528) 101 
Mitogen-activated protein kinase/extracellular signal-regulated kinase, 

(524) 193 
Mitogen-activated protein kinase phosphatase-1, (521) 157 
Mitosis, (524) 79; (527) 303 
Mitotic exit, (532) 7 
Mitotic kinase, (529) 319 
Mitotic spindle checkpoint, (514) 193 
Mitotic spindle formation, (517) 167 
Mixed valence, (527) 81 
MMP-2, (519) 147 
Model membrane, (519) 103; (523) 79 
Modeling, (515) 165; (518) 5 
Modification, (516) 20 
Modular arrangement, (517) 19 
Modulatory subunit, (512) 230 
Molecular chaperone, (513) 259; (514) 269; (520) 25; (522) 59; (522) 

177; (528) 193 
Molecular crowding, (515) 99; (529) 298 
Molecular dynamics, (512) 185; (521) 133 
Molecular dynamics simulation, (529) 65 
Molecular evolution, (522) 177 
Molecular evolution of functional RNA, (521) 95 
Molecular indexing, (531) 354 
Molecular interaction, (531) 137 
Molecular mechanics, (510) 13 
Molecular mimicry, (532) 21 
Molecular phylogeny, (511) 127 
Molecular scars, (531) 499 
Molybdoenzyme, (529) 208 
Monoamine transporter, (524) 87 
Monocyte, (530) 158 
Monocyte-derived, (511) 123 
Monolayer, (524) 92 
Mononuclear cell, (527) 211 
Mononuclear leukocyte, (511) 133 
Monte Carlo simulation, (526) 97 
Moricin, (518) 33 
Morphology, (523) 171 
Mortalin, (516) 53 
Mosquito, (517) 67 
M6ssbauer whole cell, (529) 332 
Motifs, (529) 22 
Motility, (532) 221 
Mouse, (524) 97; (529) 116; (531) 99 
Mouse embryonic fibroblast, (517)281 
Mouse embryonic stem cell, (510) 94 
Mouse erythroid leukaemia cell, (512) 199 
Mouse liver, (523) 213 
Mouse macrophage, (531) 348 
Mouse neuroblastoma N1E-115 cell, (525) 164 
mPerl, (516) 101 
mPer2, (516) 101 
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Mpl ligand, (527) 279 
Mre11, (516) 164 
mRNA, (514) 11 ; (527) 279 
mRNA analog, (514) 96 
mRNA cap, (516) 9 
mRNA expression, (524) 219 
mRNA isoform, (524) 1 
mRNA quantification, (517) 79 
msl, (521) 100 
roTOR, (519) 135; (531)448 
Mucin, (524) 211 ; (531) 1 t5 
Mucolipidosis, (532) 183 
Mucolipin, (532) 183 
Mucosa, (522) 104 
Multidrug resistance, (530) 197 
Multilamellar vesicle, (51 l) 150 
Multiple native conformers, (528) 161 
Multiple sequence alignment, (529) 126 
Multi-substrate analogue inhibitor, (510) 83 
Multisynthetase complex, (512) 298 
MunclSc, (528) 154 
Muscarinic receptor, (529) 356 
Muscle development, (523) 229 
Muscle differentiation, (522) 156 
Muscle protein, (517) 45 
Muscle spindle, (529) 303 
Muscular dystrophy, (532) 401 
Mushroom body, (513) 230 
Mutagenesis, (511) 11; (5ll) 159; (512) 95; (513) 147; (515) 13; (517) 

211; (518) 17; (520)88; (522) 130; (522) 173; (525)25; (528)257; 
(529) 261; (531) 290 

Mutant cycle analysis, (511) 159 
Mutation, (513) 213; (517) 151; (520) 161; (529) 116; (531) 309 
Mutational analysis, (511) 79 
Mutations, (519) 128; (531) 363 
mutT, (512) 149 
MxA, (516) 129 
MyD88, (532) 171 
MyD88 adapter like, (517) 251 
Myeloperoxidase, (510) 4l 
MYND-zinc finger, (526) 124 
C2C12 myoblast, (521) 200; (522) 156 
Myocyte, (512) 59 
Myocyte-enhancing factor 2C, (530) 239 
Myocyte-specificenhancer binding factor 2C, (524) 134 
MyoD, (524) 134 
Myogenesis, (524) 134; (527) 119 
Myogenic cell, (527) 269 
Myogenin, (524) 134 
Myoglobin, (531) 137 
Myopalladin, (532) 273 
Myosin, (513) 107; (516) 58; (518) 97; (521) 121; (527) 101 
Myosin light chain, (512)282 
Myosin phosphatase, (515) 127 
Myosin Va, (517) 233 
Myotube formation, (529) 303 
Myristoylation, (527) 138 
N-Myristoyltransferase, (527) 138 

N 

N1E-115, (532) 419 
Na channel, (513) 235 
Na + dependence, (531) 241 
Na+/C1--dependent neurotransmitter transporter, (524) 87 
Na+/H + antiporter, (527) 245 
Na+/H + exchanger, (512) 52; (521) 205 
Na+K+-ATPase, (514) 340 
Na,K-ATPase, (513) 277; (531) 241 
NAD + binding, (517) 267 
NAD + metabolism, (517) 97 
NADH, (519) 41 
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NADH channeling, (522) 6 
NADH dehydrogenase, (512) 80; (517) 79 
NADH :ubiquinone oxidoreductase, (512) 80 
NADPH, (515) 133 
Nagase analbuminemic rat, (523) 187 
Nanospray ion trap tandem mass spectrometry, (532) 313 
NapC/NirT family, (522) 83 
Naphthoquinone analog, (522) 161 
Nascent chain, (516) 213 
Nascent polypeptide, (512) 209 
Native American, (517) 180 
Natively unfolded, (515) 99; (517) 37; (527) 303 
Natural antibody, (522) 104 
Natural killer T cell, (516) 97 
Natural mutation, (517) 195 
Natural product, (520) 13 
Nck-interacting kinase/HPK/GCK-like kinase, (530) 233 
Necrosis, (515) 8 
Nematode, (514) 37; (522) 109 
Neoglycolipid, (517) 32 
Neoglycoprotein, (517) 32 
Neoplasia, (516) 217 
Nerve growth factor, (510) 149 
Nervous system, (531) 12 
Net charge, (514) 181 
Neugrin, (531) 354 
Neural cell adhesion molecule, (518) 60 
Neural network, (520) 1 
Neural precursor cell, (5311389 
Neurite, (510) 175 
Neurite outgrowth, (518) 60; (530) 48; (532) 419 
Neuroblastoma, (527) 229 
Neuroblastoma differentiation, (532) 153 
Neurodegeneration, (529) 22; (531) 538 
Neurodegenerative disorder, (522) 9 
Neuroendocrine cell, (511) 127 
Neuroendocrine protein 7B2, (512) 259 
Neurofibrillary degeneration, (512) 101 
Neurofibrillary tangle, (514) 263 
Neurofibromatosis type 1, (522) 71 
Neurofibromin, (522) 71 
Neurofilament, (531) 397 
Neurogenesis, (520) 139; (532)419 
Neuromelanin, (510) 216 
Neuron, (520) 139 
Neuronal morphology, (532) 445 
Neuron-derived orphan receptor-l, (522) 88 
Neurone, (524) 6 
Neuron-restrictive silencer element, (531) 193 
Neuron-restrictive silencer factor, (531) 193 
Neuropeptide FF, (532) 313 
Neuropeptide Y, (518) 5 
Neurotensin, (518) 111 
Neurotoxin, (523)219; (527)263; (532) 131 
Neurotransmitter, (516) 187; (527) 125 
Neurotransmitter cotransport, (512) 303 
Neurotransmitter release, (516) 93 
Neurotrophin, (510) 50 
Neutral ceramidase, (532) 441 
Neutral sphingomyelinase, (5.30) 104; (531) 329 
Neutrophil, (519) 45; (532) 411 
New antigen receptor, (516) 80 
New plasmepsin, (513) 159 
Newt, (521) 43 
NFAT, (514) 153 
NF-~B, (519) 231 ; (530) 73; (531)494; (531) 553; (532) 171 ; (532) 188; 

(532) 241 
NHE1, (521) 205 
Nicastrin, (520) 117 
Nickel binding, (522) 135 
Nicotinamide-adenine dinucleotide biosynthesis, (516) 239 
Nicotinamide mononucleotide adenylyltransferase, (516) 239 
Nicotinic acetylcholine receptor, (514) 340; (528) 251 
NIH3T3, (521) 205 
NIH3T3 cell, (516) 101 
NimX, (523) 143 
Nitrate reductase, (516) 145 
Nitrate respiration, (523) 99 

Nitration, (518) 116 
Nitric oxide, (510) 136; (512) 145; (514)275; (515)75; (516)63; (529) 

221; (531) 329; (532)441 
Nitric oxide signaling, (515) 20 
Nitric oxide synthase, (514) 135; (532) 216 
Nitrobenzoxa- 1,3-diazolyl fluorophore, (516) 109 
Nitrogen-centred radical, (510) 41 
Nitrogen fixation, (517) 185; (523) 109 
Nitrogen metabolism, (513) 175 
Nitrogen regulation, (512) 71 
p-Nitrophenyl c~-n-glucuronopyranoside hydrolyzing c~- 

glucuronidase, (517) 159 
Nitrosative stress, (515) 20 
N-Nitrosodimethylamine, (519) 205 
S-Nitrosoglutathione reductase, (515) 20 
Nitrotyrosine, (525) 43 
3-Nitrotyrosine, (512) 218 
Nitrous acid, (518) 116 
NK2, (532) 391 
NMR, (528) 189; (529) 157; (529) 261; (532) 333 
1H NMR, (523) 133 
I H NMR spectroscopy, (530) 191 
3~p NMR, (513) 289; (53l) 273 
Nocturnal vision, (530) 70 
Nodulin 26, (531) 443 
Noise analysis, (515) 177 
Nomenclature, (513) 141; (532) 121 
Non-antioxidant mechanism, (519) 8 
Non-coding RNA, (530) 4 
Non-enzymatic nitric oxide, (520) 153 
Non-equilibrium molecular dynamics, (528) 53 
Non-equilibrium thermodynamics, (510) 105 
Non-haem, (517) 7 
Non-mevalonate pathway, (527) 315 
Non-naturalmutagenesis, (510) 10 
N on-phosphorylating glyceraldehyde-3-phosphate dehydrogenase, 

(530) 169 
Non-photochemical quenching, (523) 163 
Non-receptor tyrosine kinase, (527) 216; (531) 81 
Non-selective cation channel, (522) 125 
Nordihydroguaiaretic acid, (518) 88 
Norepinephrine, (512) 282 
Npi3/Brol, (517) 103 
NPSI/STH1, (531) 215 
NPT1, (517) 97 
NS3 protease, (525) 77 
NSs, (532) 75 
NtcA, (512) 71 
N-terminal acetylation, (529) 341 ; (532) 207 
N-terminal half, (529) 225 
N-terminalmethylation, (519) 164 
N-TIMP-3, (520) 102 
Nuclear complex I gene, (532) 70 
Nuclear envelope, (525) 135 
Nuclear factor ~B, 
Nuclear factor-~cB, (510)57; (510) 166; (512)75; (513)203; (513)208; 

(515) 159; (516) 257; (521) 165; (526) 101;(526) 106; (530) 129; (531) 
415; (532) 45; (532) 57 

Nuclear factor4cB essential modulator, (532) 45 
Nuclear localization signal, (531) 319; (532) 36 
Nuclear magnetic resonance, (510) 1 ; (511) 33; (514) 37; (514) 295; 

(515) 165; (516) 93; (517) 55; (517) 139; (517) 155; (517) 175; (518) 
33; (518) 111; (521) 121; (523)207; (524) 172; (527)86; (527)95; 
(527) 303; (528) 171; (528) 203; (529) 188; (532) 273 

Nuclear magnetic resonance relaxation, (524) 177 
Nuclear magnetic resonance spectroscopy, (521) 115 
Nuclear magnetic resonance structure, (531) 314 
Nuclear receptor, (510)77; (511)36; (520) 127; (526) 1/42 
Nuclear respiratory factor, (514) 309 ' 
Nuclear run-on, (523) 123 
Nuclear transport, (531) 319 
Nuclease resistance, (528) 48 
Nucleation, (529) 275 
Nucleic acid regulatory sequence, (532) 267 
Nucleocytoplasmic transport, (513) 53 
Nucleoid, (529) 151 
Nucleolus, (523) 182 
Nucleoside specificity, (514)269 
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Nucleoside transporter, (517) 201 
Nucleoside uptake, (531) 189 
Nucleosome positioning, (523) 7 
Nucleosome-remodeling complex, (531) 215 
Nucleotide, (520) 156 
Nucleotide exchange, (516) 129; (531) 339 
Nucleotide excision repair, (518) 144; (522) 47 
Nucleotide metabolism, (526) 147 
Nucleotide receptor, (513) 179 
Nucleotide sanitization enzyme, (512) 149 
Nucleus, (523)43; (529)27; (529)268; (531) 109; (532)319 
NudC, (529) 162 
Numb, (513) 67 

O 

Obesity, (514) 315; (515) 109; (519) 108; (530) 37 
Okadaic acid, (523) 90 
Oligo-capping, (517) 121 
Oligomer, (526) 5 
Oligomerization, (511) 6; (511) 51; (515) 189; (524) 87; (525) 33 
Oligomerization state, (526) 43 
Oligo(nucleoside phosphorothioate)s (S-ODNs), (528) 48 
Oncogene, (528) 12 
Oncogenic activity, (515) 51 
Ontogeny, (526) 26 
Oocyte maturation, (516) 151; (518) 23 
Oogenesis, (524) 59 
Open and closed conformation, (531) 69 
Opioid peptide, (513) 273 
Mu Opioid receptor, (519) 173 
Opsin, (530) 70; (531) 525 
Optic atrophy, (523) 171 
Orexin, (526) 11 
Origin of the genetic code, (527) 1 
Ornithine, (514) 323 
Ornithine decarboxylase, (527) 223 
Orphan, (531) 407 
Orphan receptor, (520) 97 
Orthogonal signal correction, (530) 191 
Oryza sativa L, (527) 181 
Oscillation, (510) 5; (530) 215; (532) 295 
Osmotic stress, (521) 190 
Osteoarthritis, (510) 166; (531) 359 
Osteoblastic differentiation, (510) 99 
Osteoblasts, (528) 43 
Osteoprotegerin, (521) 180 
Outer membrane phospholipase A, (516) 31 
Outward rectifier K + channel, (524) 204 
Ovarian cancer, (527) 10; (532) 135 
Overexpression, (516) 53; (517) 45; (523) 63; (523) 234; (530) 94 
Owl monkey (Aotus trivirgatus), (530) 70 
Oxaliplatin, (529) 232 
Oxidant, (510) 67; (520) 122 
Oxidant chemical, (512) 1 
Oxidase reaction, (529) 198 
Oxidation, (517) 229; (531) 329 
Oxidative phosphorylation, (528) 35 
Oxidative stress, (510)221; (512) 139; (515)75; (517)239; (518) 159; 

(526) 106; (527) 5; (527) 91; (531) 359; (532) 407 
Oxidized lipoproteins, (522) 19 
Oxidized low-density lipoprotein, (511) 133 
Oxidoreductase, (510) 196; (518)29; (524) 163; (529)237 
oxLDL, (523) 200 
8-Oxo-7,8-dihydro-2'-deoxyguanosine, (516) 67 
2-Oxoglutarate, (512) 71; (517) 7 
2-Oxoglutarate dehydrogenase, (526) 53 
Oxygen, (518) 29; (522) 3 
Oxygen burst, (519) 8 
Oxygen-dependent, (526) 5 
Oxygen evolution, (512) 116 
Oxygen-evolving complex, (523) 138 

Oxygen uptake, (532) 193 
Oxygenase, (517) 7 
Oxysterol binding protein, (527) 37 

P 

P1 promoter, (518) 48 
pll07, (515) 137 
P13K, (510) 99 
pl4ARF, (528) 207; (529) 122 
p185, (511) 46 
p19, (532) 75 
P19 cell, (524) 134 
p19 INK4d, (517) 272 
P2 purinoceptor, (513) 253 
p204 mutant, (515) 51 
p21, (518) 169; (531) 319 
p21-activated protein kinase, (515) 84 
p21 cip~, (531) 319 
p23 co-chaperone, (529) 162 
P2X1 receptor, (524) 15 
P2X7, (512)43; (531) 127 
P2Yb (513) 179 
P2YI receptor, (523) 147 
P2Y12, (513) 179 
p300, (510) 50 
p38, (516) 63; (518) 129 
p38 MAPK, (510) 99; (528) 133 
p38 mitogen-activated protein kinase, (512) 313; (520) 18; (525) 116; 

(527) 109; (527) 119; (528) 139; (532) 164 
p387, (511) 15 
p53, (512) 223; (512) 334; (521) 165; (524) 163; (525) 93; (526) 53; 

(529) 122; (529) 293; (531) 259; (532) 61 
P53, (517) 151 
p53-binding site, (524) 69 
p57 Kip2, (532) 283 
p62, (510) 57; (512) 19 
p63, (524) 139; (525) 93 
p70 S6K, (510) 99 
p70S6 kinase, (521) 39 
p70s6k/p85 s6k, (519) 135 
p73, (525) 93; (529) 122 
p7313, (522) 161 
p90 ribosomal $6 kinase, (510) 149 
p97, (520) 107 
Pab240, (526) 53 
Paclitaxel, (532) 256 
Paired helical filament, (531) 538 
PAK, (515) 84 
Palindromic repetitive sequence, (521) 95 
Palmitoylation, (516) 139 
Palytoxin, (513) 277 
PAMP, (532) 171 
Pancreatic islet, (530) 215; (532) 17 
Papain-like cysteine proteinase, (528) 58 
Parallel operation, (532) 295 
Paralog cross-talk, (532) 21 
Paramagnetic nuclear magnetic resonance, (510) 185 
Paramagnetic restraint, (528) 189 
Paramagnetic shift, (531) 520 
Paramyxovirus, (511) 139 
Parasin I, (531) 459 
Parasite, (525) 3 
Parasitic protozoan, (522) 104 
Parathyroid hormone gene, (529) 60 
Parathyroid hormone-related protein, (527) 71 
cis-Parinaric acid, (520) 81 
Parkinson's disease, (510) 216; (515) 99; (517) 239; (521) 190; (522) 9 
Parsley (Petroselinum crispurn), (520) 53 
Partially folded intermediate, (514) 181; (515)79; (517)239 
Patch-catch, (512) 152 
Patch-clamp, (511)28; (512) 152; (523) 193; (525)71 
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Patch clamping, (512) 199 
Paternal genome, (519) 128 
Pathogen, (522) 52 
Pathogenesis, (529) 17 
Pattern formation, (517) 87 
Pattern recognition, (520) 1 
Paxillin binding, (513) 98 
PBT-3, (515) 58 
PC12 cell, (522) 65; (523) 35 
PC12D cells, (530) 94 
PC3 cell, (517) 151 
PC7, (524) 43 
Pcl, (523) 143 
PDE4, (512) 205 
PDGF, (526) 82 
PDGF [3-receptor, (517) 27 
PDH, (529) 173 
PDMP, (525) 59 
PDZ, (529) 168; (53l) 529 
PDZinteraction, (521) 185 
PEACH, (521) 133 
PECAM-1, (531) 103 
Pectin, (522) 109; (530) 41 
Pectin methylesterase, (514) 243 
D-Penicillamine, (516) 43 
Pentoxyresorufin, (512) 121 
Peptide, (519) 103; (523)48; (523)247; (529) 193 
~-K peptide, (527) 298 
Peptide analogues, (527) 95 ' 
Peptide antibiotic, (512) 47 
Peptide aptamer, (523) 35 
Peptide display, (516) 80 
Peptide dynamics, (516) 75 
Peptide function, (532) 387 
Peptide library, (518) 124 
Peptide ligand, (527) 27 
Peptide motif, (513) 141 
Peptide phosphorylation, (523) 48 
Peptide precursor, (511) 127 
Peptide protein affinity, (511) 33 
Peptide repertoire, (513) 38 
Peptide repertoires, (513) 135 
Peptide toxin, (523) 219 
Peptide unfolding, (523) 152 
Peptide YY, (518) 5 
Peptidoglycan, (516) 161 
Peptidyl dipeptidase A, (522) 77 
Peptidyl transferase, (514) 90 
Perifusion, (510) 225 
Peripheral blood, (527) 211 
Peripheral effect, (528) 40 
Peripherin, (523) 68 
Periplasm, (528) 193 
Permanent dipole, (527) 171 
Permeability transition, (522) 168 
Permeability transition pore, (510) 62; (529) 351 
Permeabilized cell, (525) 126 
Permease, (517) 103 
Peropsin, (531) 525 
Peroxidase, (528)90; (529) 198 
Peroxide, (518) 29; (527) 289 
Peroxiredoxin 5, (531) 359 
Peroxisome proliferator-activated receptor, (510) 94; (518) 67 
Peroxisome proliferator-activated receptor ~/, (519) 108; (520) 58; (520) 

177 
Peroxygenase, (528) 90 
Peroxynitrite, (512) 218; (531) 329 
Petal, (515)35; (523) 113 
PEVK, (532) 273 
Pf3 coat protein, (512) 341 
PH domain, (513) 71 
pH regulation, (519) 99; (527) 245 
Phaeodactylum tricornutum, (523) 163 
Phage-displayed peptide library, (510) 206 
Phage-shock response, (518) 173 
Phagocytosis, (513) 184; (524) 25 
Phanerochaete chrysosporium, (518) 29 
Phaseolus vulgaris, (530) 163 
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pH-dependent conformational change, (531) 314 
Phenobarbital, (512) 121 
Phenotype, (521) 115 
Phenylalanine ammonia lyase, (512) 240 
Phenylazophenylalanine, (510) 10 
Pheromone, (528) 23 
Pho84, (526) 31 
PH085, (515) 104 
PhoA, (525) 65 
PHO gene, (526) 31 
Phoneutria nigriventer, (523) 219 
Phorbol ester, (530) 31 
Phosphatase, (528) 145 
Phosphate, (529) 60; (530) 24 
Phosphate transporter, (526) 31 
Phosphatidic acid, (531) 65 
Phosphatidylcholine, (515) 29; (528) 230; (531) 69 
Phosphatidylcholine biosynthesis, (513) 197 
Phosphatidylcholine synthesis, (530) 89 
Phosphatidylcholine turnover, (525) 29 
Phosphatidylethanolamine methyltransferase, (513) 197 
Phosphatidylinositol, (531) 69 
Phosphatidylinositol 3-kinase, (512) 157; (513)77; (514)361; (524) 

149; (524) 193; (528) 101;(531)74 
Phosphatidylinositol 4-phosphate 5-kinase, (531) 62 
Phosphatidylinositol 4,5-bisphosphate, (522) 119; (531) 62 
Phosphatidylinositols, (519) 227 
Phosphatidylserine, (513) 184; (514) 199; (519) 153; (520) 68 
Phosphatidylserine externalization, (524) 25 
Phosphatidylserine peroxidation, (524) 25 
Phosphoarginine, (526) 111 
Phosphodiesterase-4, (530) 53 
Phosphoenolpyruvate carboxykinase, (517) 1 
Phosphoenolpyruvate carboxylase, (524) 11 
6-Phosphogluconate, (517) 257 
Phosphoglucose isomerase, (525) 151 
Phosphoglycerate mutase, (517) 190 
Phosphoinositide, (513)71; (513)77; (531)74; (532) 177 
Phosphoinositide 3-kinase, (512) 107; (515) 137 
Phosphoinositide 3-kinase C213, (529) 268 
Phospholipase, (512) 329; (520) 111; (531) 2; (531) 38 
Phospholipase A2, (511) 123; (531) 23 
Phospholipase A2, (527) 263; (531) 12 
Phospholipase C, (513) 179; (515) 159; (523)224; (53,1)28; (531)74 
Phospholipase C-~2, (514) 260; (532) 57 
Phospholipase D, (515) 39; (519) 45; (521) 200; (531) 58; (531) 62; 

(531) 65 
Phospholipid, (511) 150; (515) 127 
Phospholipid asymmetry, (513) 184 
Phospholipid-coated bead, (519) 221 
Phospholipid membrane, (512) 47 
Phospholipid methyltransferase, (513) 197 
Phospholipid scramblase, (519) 153 
Phosphomannose isomerase/GDP-D-mannose pyrophosphorylase, 

(519) 87 
9-(8-Phosphonooctyl)-7-deazaxanthine, (510) 83 
Phospho-peptide, (517) 27 
Phosphoribosyltransferase, (521) 72 
Phosphorylation, (511) 139; (512) 101; (512) 205; (513) 58; (513) 305; 

(514) 263; (515) 84; (516) 58; (519) 93; (519) 231; (523) 247; (525) 
164; (527) 105; (528) 241; (530) 209; (531) 179; (531) 397; (531) 548; 
(532) 52; (532) 363 

Phosphorylation-dependent binding, (513) 2 
Phosphoserine, (513) 53 
Phosphothreonine, (513) 53 
Phosphotransferase system, (511) 97 
Phosphotyrosine binding domain, (513) 67 
Photoactive yellow protein, (512) 240 1 
Photoaffinity labeling, (510) 181; (514)60; (526)63; (5~2) 177 
Photocrosslinking, (514) 96; (520) 156 
Photodynamic diagnosis, (523) 128 
Photodynamic therapy, (512) 287 
photoinhibition, (516) 167 
Photo-oxidation, (527) 289 
Photoswitching, (510) 10 
Photosynthesis, (510) 105; (510) 145; (512) 116; (512) 145; (514) 149; 

(520) 73; (523) 95; (527) 33; (527) 171; (529) 34; (530) 117; (530) 153 
Photosynthesis response regulation, (518) 10 
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Photosynthetic electron transport, (519) 99 
Photosynthetic system, (511) 69 
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(515) 1; (515) 119; (516)63; (518) 195; (519)50; (519) 93; (519) 103; 
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Sulfur donor, (532) 465 
Sulfurtransferase, (532) 427 
SUMO conjugation, (528) 207 
Superfamily, (516) 253 
4/7 Superfamily, (523) 103 
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Superoxide, (518) 29; (518) 107 
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Tetrahydrobiopterin, (523) 234 
Tetrahydromethanopterin, (523) 133 
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TRAIL-R3, (53 L). 304 
Transacetylase, (530) 139 
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Transforming growth factor-f31, (513) 282 
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Transient expression, (515) 114 
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Transport ATPase, (529) 86 
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tRNA folding, (514) 78 
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TRP channels, (514) 26 
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Tryptophan degradation, (517) 97 
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Tumor angiogenesis, (532) 216 
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Tumor cell motility, (515) 137; (531)93 
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Tumor necrosis factor, (531) 18 
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Two-state protein, (526) 129 
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Uptake, (529) 93 
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Uterus, (524) 97 
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Vacuolar fusion, (526) 71 ; (530) 174 
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Vitamin E, (511) 1; (523) 177 
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Werner syndrome, (521) 170 
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