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Carboxyhemoglobin, (522) 3

Carboxypeptidase inhibitor, (532) 207

Carboxypeptidase Y, (532) 207

Carcinogenesis, (530) 59

Cardiac, (530) 239
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Cardiac muscle, (519) 201

Cardiac myocyte, (529) 356

Cardiac myofibril, (520) 35

Cardiac Nat—Ca?* exchange, (511) 113

Cardiac troponin, (513) 289

Cardiac troponin C, (513) 289

Cardiac troponin I, (513) 289

Cardiac troponin T, (513) 289

Cardiolipin, (528) 35

Cardiolipin pK, (528) 35

Cardiomyocyte, (512) 75; (531) 285; (531) 448

Cardiomyogenesis, (523) 229

Cardiomyopathy, (529) 303

B-Carotene, (519) 30

Carotenoid, (524) 145

Carotenoid biosynthesis, (515) 133

Carotenoid-less, (528) 227

Cartilage, (528) 109

Casein kinase 2, (531) 363

Casein kinase Io, (517) 167

Casokinin, (531) 369

Caspase, (512) 313; (515) 66; (517) 229; (522) 65; (526) 21; (527) 223;
(527) 289; (528) 23; (530) 9; (531) 18; (531) 168; (531) 421

Caspase-1, (518) 149; (530) 73, (532) 61

Caspase-3, (510) 62; (513) 184; (515) 61; (528) 63; (529) 286

Caspase-3 activation, (529) 325

Caspase-7, (514) 122

Caspase-8, (527) 250

Caspase-9, (517) 133; (529) 249

Caspase-12, (514) 122

Caspase inhibitor, (512) 308

Caspase recruitment domain, (521) 165

Casper-S/c-FLIPs, (510) 37

Cat C, (520) 171

Catabolite inactivation, (513) 193

Catalase, (518) 107

Catalytic antibody, (514) 290

Catalytic domain, (519) 147

Catalytic mechanism, (510) 121; (514) 243

Catalytic triad, (517) 24

Cataract, (512) 191; (512) 199

Catecholamine biosynthesis, (528) 166

3-Catenin, (518) 83

Cathelicidin, (519) 141; (532) 115

Cathepsin, (521) 43

Cathepsin D, (514) 141; (517) 281; (531) 459

Cathepsin L, (510) 211

Cation, (524)20

Cation binding site, (513) 277

Cation channel, (516) 270

Cay2.1 subunit, (528) 177

Ca,2.3 (oyg) channel, (516) 229

Ca,3.1 channel, (531) 235

Caveola, (511)113; (531) 81

Caveolae/raft structure, (530)9

CB1 cannabinoid receptor, (525) 164

Cbf5p, (510) 27

Cbl, (529) 110

CCAAT-binding complex, (512) 227

CemC, (523) 23

Cezl, (530) 174

Cezlp, (526) 71

CD4, (514) 209; (516) 257

CD9, (531)93

CD14, (531) 184

CD23/FceR 11, (518) 53

CD28, (525) 53

CD31, (532) 216

CD34, (531) 103

CD44, (528) 101

CD47, (51991 -

CD95L, (519) 50

CD163, (526) 93

CD178, (519) 50

Cdc2, (529)319

Cdc20, (519) 59

Cde25, (513) 53; (528) 267

Cdcd2, (527)284; (532) 351
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Cde48, (520) 107

Cdhl, (519) 59

cDNA, (510) 159

c¢DNA microarray, (513)230; (514) 229
c¢DNA-amplified fragment length polymorphism, (515) 44
CDR peptide, (525) 77

Celecoxib, (531) 278

B-Cell, (513) 189

Cell adhesion, (512) 111; (513) 114; (520) 145
Cell aggregation, (510) 175

Cell attachment, (530) 48

Cell—cell contact, (517) 261

Cell cycle, (512) 287; (523) 143; (525) 145; (526) 119; (531) 319
Cell cycle checkpoint, (528) 267

Cell death, (518) 149; (531) 168

Cell differentiation, (517) 83

Cell-free, (524) 159

Cell-free protein synthesis, (514) 102; (514) 290; (517) 211
Cell growth, (524) 79; (530) 147; (531) 54
Cell integrity, (527) 186

Cell locomotion, (510) 5

Cell lysis, (531) 127

Cell motility, (525) 151; (527) 284

Cell nucleus, (514) 135

Cell polarity, (529) 54

Cell proliferation, (514) 351, (519) 8

Cell shape, (514) 238

Cell signaling, (513) 53; (524) 6

Cell surface association, (523) 63

Cell viability, (522) 41

Cellobiose dehydrogenase, (518) 29
Cellular FLICE inhibitor protein, (527) 250
Cellular prion protein, (512)25

Cellular senescence, (523) 157

Cellulolytic genes, (528) 279

Cellulose degradation, (518) 29

Central effect, (528) 40

Central nervous system, (531) 427

Centriole disorientation, (521)9
Centrosome, (529) 319

Centrosome duplication, (521)9
Centrosome maturation, (521)9
Centrosome separation, (521)9
Centruroides, (532) 121

Ceramidase, (516) 47

Ceramide, (516)47; (524) 103; (526) 15; (526) 135; (528) 3; (530) 9;
- (530) 104; (531) 38; (531) 47; (531) 329; (532) 441
C2-ceramide, (514) 361

Cerebellar granule cell, (515) 8

Cerebral cortex, (531) 103

Cerivastatin, (531) 415

Ceruloplasmin, (520) 8; (531) 402

Cervical cancer cells, (519) 195

cGMP, (524)73

Chagas’ disease, (526) 147

Chalepin, (520) 13

Channel, (532) 183

Channel function, (512)43

Channel gating, (531) 235

Channel-kinase, (514) 26

Chaperone, (510) 89; (520) 107; (527) 234; (529) 6, (532) 253
Chaperonin, (529) 1; (529) 11; (532) 309
Charge—dipole interaction, (527) 171
Charge movement, (531)235

Charge recombination, (532) 407

Charge separation, (530) 153

Charge state distribution analysis, (527) 76
Charybdotoxin, (527) 298

Checkpoint, (513) 58; (529) 43

Chemical cell signal, (514) 329

Chemical shift index, (517) 139
Chemiluminescence, (523) 128
Chemiosmotic, (528) 35

Chemokine, (515) 159

Chemokine receptor antagonist, (527) 255
Chemokine receptor CCRS, (519) 173
Chemostat, (522) 6

Chemotaxis, (516) 58; (527) 255; (532) 221
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Chemotaxonomy, (521) 115

Chicken, (513) 169

B-Chitin, (510) 201

Chitinase Al, (510) 201

Chkl, (528)267

Chl a/b protein, (514) 149

Chlamydomonas, (529) 34

Chlamydomonas reinhardtii, (520) 73; (525) 121, (529) 39

Chlamydomonas reinhardtii cwl5, (523) 95

Chloramine, (510) 41

Chlorella virus PBCV-1, (530) 65

Chloride channel, (532) 237

8-Chloro-2'-deoxyguanosine, (516) 67

8-Chloro-dGTP, (512) 149

2-Chloro-4-nitrophenyl, (518) 79

Chloroflexus aurantiacus, (512) 125; (523) 119

Chlorogenic acid, (517) 257

Chlorophyll, (530) 117

Chlorophyll 5, (528) 235

Chlorophyll d, (514) 149; (530) 153

Chlorophyll fluorescence, (523) 138

Chlorophyllide @ oxygenase, (528) 235

Chloroplast, (512) 145; (524) 127, (524) 145; (529) 34; (529) 215

Chloroplast enzyme, (520) 73

Chloroplast gene expression, (529) 39

Chloroplast import, (510) 145

Chloroplast signal recognition particle, (512) 13

Chloroquine, (522) 3

Cholera toxin, (529) 49 ,

Cholesterol, (523) 79; (525) 169; (531) 33

Cholesterol efflux, (528) 230

Chondrocyte, (518) 67; (528) 109; (531) 505

Chondroitin-4-sulfate, (512) 245

Chondroitin sulfate proteoglycan, (527) 114

Chromatid separation, (528) 246

Chromatin, (523) 7

Chromatin condensation, (512) 308

Chromatin immunoprecipitation, (523) 123

Chromatin remodeling, (513) 124; (514) 111

Chromatium minutissimum, (528) 227

Chromogranin B, (511) 127

Chromophore, (523) 23; (525) 13; (531) 525

Chromosomal localization, (519) 71

Chromosome condensation, (518) 23

Chromosome segregation, (525) 105

Chronic granulomatous disease, (518) 107

o-Crystallin, (522) 59

a-Crystallin domain, (519) 16

Chymase, (512) 133

Chymotrypsin, (512) 133

Cigarette smoke—low-density lipoprotein, (512) 218

Cigarette smoking, (512) 218

CIKS, (532)241

Ciliary beat frequency, (530) 31

Ciliary neurotrophic factor receptor, (514) 214

Ciliate mating type, (514) 329

CINBS5, (529) 110

Circadian, (526) 115

Circadian rhythm, (513) 169

Circoviridae, (510) 171 A

Circular dichroism, (513)213;(519) 221; (521) 31; (522) 65; (522) 77,
(522) 135; (523) 152; (527) 303; (529) 193; (532) 273

Circular dichroism spectroscopy, (520) 81

Circularization, (525) 77

Circulating fragment, (518) 124

Cisplatin, (510) 154; (518) 129

Cisplatin adduct, (518) 144

Citalopram, (512) 59

L-Citrulline, (514) 135

Citrus cell, (510) 136

c-jun, (524) 103

c-Jun antibody, (531) 168

c-Jun NHj-terminal kinase, (514) 260; (527) 223

c-JUN N-terminal kinase, (516) 63

c-Jun N-terminal kinase, (526) 38; (527) 284; (529) 183

c-Jun N-terminal kinase [, (520) 18

CKI, (531)319

Clan, (523) 17

Volumes 510-532 (2002)

Clan GH-A, (523) 103

Class I and class 1I binding modes, (513) 45
Clathrin, (513) 11; (529) 49

Clathrin hub, (514) 355

Clathrin light chain, (514) 355

Clavaminate synthase, (517) 7

Clavulanic acid, (517) 7

Clb2, (532)7

clk-1, (512) 33; (516) 279

Clock gene, (513) 169

Clock mutation, (526) 115

Cloning, (524) 163

Closed loops, (527) 1

ClustalW, (529) 126

Cluster analysis, (522) 24

Clusterin, (513) 259

CMS/CD2-associated protein, (529) 110
CNDAC, (520) 167

CNTF, (514) 214

Coactivator, (523)43

Coagulation, (510) 67

Coagulation enzyme, (530) 220

Coassembly, (514) 204

Codon frequency, (516) 87

Coenzyme A, (513)299

Coenzyme Qqg, (525) 169

Cofactor, (517) 267; (520) 127

Coiled-coil, (517) 233

Coiled-coil domain, (523) 193

Cold, (531) 561

Cold acclimation, (517) 129

Cold-acclimated chicken, (529) 313
Cold-adapted protein, (514) 329

Cold treatment, (517) 79

Collagen, (514) 175; (528) 139

Collagen gel, (531)93

Collagen-related peptide, (528) 139
Collagenase-1, (524) 193

Collagenase-3, (532) 31

Colocalization, (531)299

Colon cancer, (518) 83

Colon cancer cells, (531) 278

Colonic cancer, (530) 147

Colorectal cancer, (516) 217; (529) 232; (531) 415
Combinatorial chemistry, (518) 60
Competition, (532) 198

Competitive polymerase chain reaction, (527) 216
Competitive uPA-derived peptide antagonists, (528) 212
Complement activation, (532) 338

Complex formation, (521) 14

Complex I, (512) 80; (512)91

Complex IIT, (529) 173

Compositional homogeneity, (511) 165
Computational modelling, (531) 343
Computer analysis, (516) 87

Computer simulation, (521) 133

Cone arrestin, (524) 116

Confocal microscopy, (512) 191; (532) 188
Conformation, (512)95; (521) 133; (531) 137
Conformation of clusters, (527) 76
Conformational change, (521) 14; (524) 107; (525) 77; (530) 197
Conformational movement, (514) 2
Conformational stability, (531) 543
Conformational transition, (528) 251; (531) 241
Conformer, (519) 35

Congenital stationary night blindness, (528) 17
Conifer, (526)49

Coniferyl alcohol, (529) 198

Connective tissue growth factor, (528) 109
Connexin 43, (531) 132

pu-Conotoxin, (511) 159

o-Conotoxin, (528) 177

Conserved protein domain, (529) 162
Constitutive activity, (517) 195; (528) 17
Constitutive androstane receptor 3, (532) 373
Contraction, (519) 201

Controlled release, (515) 184

Conventional protein kinase C, (531) 475
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Convertase, (527) 309

Cooperativity, (532) 261; (532) 333

COP9 signalosome, (527) 15

Copper, (511) 118; (520) 8; (527) 239

Copper binding, (512) 38

Copper ion, (531)402

Copper protein, (518) 10

Coproporphyria, (526) 5

COQ3, (515) 104

Core, (518) 169

Coronary artery smooth muscle cell, (523) 85

Corticosteroid, (518) 53

CPI17, (515)127

cpnl0, (529) 1

cpn60, (529) 1

cpSecY, (512) 13

cpSRP54, (524) 127

Cre, (523) 68

CreA, (530) 41

Cre-loxP, (529) 116

Critical kind of switch, (532) 295

CRMP family, (532) 445

Crosslinker, (525) 135

Cross-linking, (510) 141; (514) 55; (524) 107, (524) 127; (527) 159

Cryl A toxin, (519) 215

Cryogenic reduction, (532) 203

Cryptochrome, (513) 169

B-Cryptoxanthin, (519) 30

Crystal structure, (514) 243; (521) 24; (523) 239; (525) 100

Crystallin, (527)234

YC-crystallin, (513) 213

Csk, (520) 156

CSPG repeat, (527) 114

CTD, (513) 305

C-terminal cytoplasmic tail, (524) 73

CTL4 (NG22), (521) 19

Ctrl, (527) 239

C-type lectin, (531) 229

C-type natriuretic peptide, (524) 172

Cucurbita moschata, (514) 281

Culmination, (527) 37

Cultured human cell, (521) 195

Cupiennin 1, (527) 193

Cupiennius salei, (527) 193

Curcumin, (512) 334

Cvt pathway, (526) 71

CXCR4, (514)209; (527) 255

Cyanobacterium, (513) 175; (516) 167; (517) 19; (519) 82; (519) 123

Cyclic adenosine-3’,5’-phosphate, (530) 53

Cyclic AMP response element binding protein phosphorylation, (527)
109

Cyclic guanosine monophosphate, (511) 59

Cyclic peptide, (516) 197

Cyclin, (523) 143

Cyclin A, (526) 82

Cyclin B, (527) 303; (529) 319; (532) 7

Cyclin D1, (515) 141

Cyclin-dependent kinase 5, (523) 58; (530) 209

Cyclin-dependent kinase 5 activator, (523) 58

Cyclin-dependent protein kinase, (515) 104

Cyclin E, (526) 82

Cyclization, (515) 133

Cyclodextrin, (516) 109

Cyclodextrin glycosyltransferase, (514) 189

Cyclopentenyl cytosine, (527) 229

Cyclophilin D, (512) 1

Cyclosporin, (516) 191

Cyclosporin A, (512) 1;(522) 168

CYPL1A1/A2, (519) 205

CYP2B1/B2, (519) 205

Cyp2bl0, (532) 373

CYP2EIL, (519)205

Cypridina luciferin analog, (523) 128

Cysteine, (517) 229

Cysteine labeling, (527) 159

Cysteine oxidation, (531) 209

Cysteine protease, (517) 144; (528) 246; (531) 265

Cysteine proteinase, (532) 401
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Cysteine-rich region, (527) 309

Cysteine scanning, (513) 277

Cystic fibrosis, (526) 87; (532) 237

Cysticfibrosis transmembrane conductance regulator, (518) 183; (526)
87; (532) 237

Cystine, (526) 106

Cytochrome, (512) 125; (519) 41

Cytochrome bs/f complex, (519) 99

Cytochrome bgf, (519) 82

Cytochrome bo;, (527) 81

Cytochrome ¢, (510)62; (510) 185; (515) 8, (517) 133; (518) 129; (521)
53;(522) 29; (523) 99; (524) 25, (529) 249; (532) 256

Cytochrome ¢ biogenesis, (522) 83

Cytochrome ¢ nitrite reductase, (522) 83

Cytochrome c¢ oxidase, (527) 81; (532) 261

Cytochrome ¢3, (532) 261

Cytochrome ¢, (517) 50; (531) 543

Cytochrome ¢y, (517) 50

Cytochrome oxidase, (514) 340; (516) 119; (518) 10

Cytochrome P450, (514) 219; (528) 90

Cytochrome P450 2B1, (512) 319

Cytochrome P-450 IIB1, (512) 121

Cytochrome P450 reductase, (519) 205

Cytokine, (511)36; (514)214; (515) 119; (516) 63; (517) 92; (525) 151;
(531) 12; (532) 67; (532) 164

Cytokinesis, (525) 105

Cytokinin, (515) 39; (527) 315

Cytolytic pore, (512) 43

Cytoplasm to vacuole targeting, (512) 173

Cytosine-5'-triphosphate synthetase, (527) 229

Cytoskeleton, (513) 71; (513) 119

Cytosolic phospholipase A;, (531) 18

D

D1 protein, (512) 13; (516) 156; (516) 167; (524) 127
Database, (516) 253

Daucus carota, (515)75

Daunorubicin, (525) 141

Dbl, (513) 85

DDB2, (512) 168

Deafness locus putative guanine nucleotide exchange factor, (532) 211
Death domain, (531) 18

Death effector domain, (527) 250

Death inducing signaling complex, (527) 250
Death ligand, (526) 135

7-Deazaxanthine, (510) 83

DECI, (530) 186

Decarboxylase, (510) 196

Decorin, (530) 124

Decoy receptor, (531) 304

Defense response, (518) 164

Degradation signal, (529)22
Dehydroascorbic acid, (527) 5
Dehydroepiandrosterone, (532) 153; (532) 373
Dehydroepiandrosterone-sulfate, (532) 373
Dehydroquinase, (530) 24

3-Dehydroquinic acid, (530) 24

Deletion mutant, (532) 387

Deletions, (531) 363

Demethoxy ubiquinone, (512) 33
Demethylation reaction, (519) 205
Denaturation, (511) 73

Denaturation curve, (511) 73

Dendritic cell, (511) 123; (512) 67
Denervation, (529) 303

Dengue, (524) 20

5'-Deoxyadenosine, (532) 465
Deoxy-cardiolipin, (528) 35

Deoxycytidine triphosphate, (532) 211
2'-Deoxyguanosine, (516) 67
Deoxyribonuclease I, (510) 22
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DEP-1, (517) 27

Dephosphorylation, (511) 139; (513) 305; (516) 265; (521) 145; (527)
186; (528) 139; (532) 363

Depletion of ER Ca?* stores, (529) 325

Dermatan sulfate, (522) 147

A? Desaturase, (526) 49

Desensitization, (516) 124; (521) 140

Desmin, (523) 229

Desolvation shell, (527) 166

Detergent, (528) 251

Detergent-resistant membrane, (516) 139

Detoxification, (520) 63

Deuterium labelling, (530) 89

Deuterium nuclear magnetic resonance, (519) 103

Development, (521) 100; (523) 143; (524) 225; (532) 459

DH, (513)85

Diabetes, (512) 85; (515) 109; (525) 169; (527) 5; (530) 215

Diabetes mellitus, (532) 1

Diacylglycerophosphatidylcholine, (511) 150

Diadinoxanthin, (523) 163

2'3'-Dialdehydo-UDP-oi-p-N-acetylglucosamine, (521) 127

Dialign, (529) 126

Dialysis, (515) 146

Diamine oxidase, (520) 8

Diastereomerically pure S-ODN, (528) 48

Diatom, (523) 163

Diatoxanthin, (523) 163

Dibucaine, (532) 396

2’,7'-Dichlorodihydrofluorescin diacetate, (511) 21

Dictyostelium discoideum, (510) 5; (510) 117; (527) 37; (532) 459

Dielectric spectroscopy, (525) 111

Diet, (530)17

Differential display, (513) 230

Differential scanning calorimetry, (522) 77; (531) 209; (531) 343

Differential screening, (522) 88

Differentiation, (515) 1; (518) 159; (527) 216; (529) 361; (531) 421

Differentiation in vitro, (531) 389

Dihydroflavonol 4-reductase, (531) 453

Dihydrofolate reductase, (514) 106

Dihydroorotate dehydrogenase, (529) 346

7,8-Dihydropterin, (523) 234

Diltiazem, (516) 191

Dimer, (519) 103; (529) 27; (531) 335

Dimeric enzyme, (518) 93

Dimerization, (516) 31; (524) 87; (529) 102; (532) 171

2,5-Dimethoxyhydroquinone, (531) 483

Dimethylglycine dehydrogenase, (522) 141

Dimethylsulfoxide, (519) 181

1,2-Dimyristoyl-sn-glycero-3-phosphocholine, (512) 47

1,2-Dimyristoyl-sn-glycero-3-phosphoglycerol, (512)47

DING protein, (524) 6

o-Dinitrobenzene, (525) 131

Dioxygenase, (517)7

Diphenylamine, (516) 156

Diphenylhexatrienyl propanoyl fluorophore, (516) 109

Diphosphonucleotide phosphatase/phosphodiesterase, (519) 159

Dipolar shift, (528) 189

Directed evolution, (532) 455

Discoidin domain, (514) 175

Discriminant analysis, (522) 24

Disintegrin, (512) 111

Disintegrin metalloproteinase, (524) 154

Dispersion prism, (512) 235

Disproportionation, (527) 67

Distal element, (517) 13

Disulfide motif, (521) 87

Dithiol/disulfide exchange, (511) 145

Diuron, (523) 95

Divalent metal transporter, (510) 71

DMSO, (511) 85

DMT1, (527)239

DNA, (510) 154; (511) 150; (517) 281; (530) 143

DNA-binding domain, (528) 95

DNA damage, (531) 215

DNA deamination, (519) 128

DNA degradation, (519) 128

DNA demethylation, (519) 128; (527) 63

DNA end-joining, (527) 105

Volumes 510-532 (2002)

DNA fragmentation, (515) 66; (532) 111

DnaK, (520) 25

DNA methylation, (514) 305; (532) 367

DNA-methyltransferase, (532) 367

DNA pairing, (531) 109

DNA polymerase o, (527) 143

DNA polymerase stability, (529)43

DNA repair, (513) 58; (516) 164

DNA replication, (529) 43

DNA rings, (527) 1

DNA-RNA junction, (531) 204

DNA-RNA-DNA/DNA heteroduplex, (531) 204

DNA strand break, (514) 111

DNA synthesis, (512) 75; (526) 82

Docking, (516)43; (526) 1

Domain, (522) 77

C, domain, (516) 93

Domain II, (511) 79

Domain swapping, (528) 114

Domains, (529) 22

Dopamine, (511) 118

Dopamine biosynthesis, (530) 94

Dopamine secretion, (530) 94

Doppel, (530) 85

Dorfin, (531) 354

Dorsal root ganglion, (511)90; (523) 68; (532) 419

Dorsoventral patterning, (531) 427

Double gene transfection, (520) 47

Double strand, (510) 175

Double-stranded RNA-dependent protein kinase, (529) 249

Doxorubicin, (531) 304

Doxycycline, (517) 115

dpp, (531)427

DRAL, (521) 165

Driving force, (529) 93

Drosophila, (522) 24; (527) 199, (531) 427

Drosophila enabled/vasodilator-stimulated phosphoprotein homology
1 domain, (513)45

Drug activity, (516) 113; (521) 109

Drug delivery, (515) 184

Drug delivery system, (510) 206; (516) 109; (520) 167

Drug resistance, (515)25; (520) 161; (521) 57; (525) 131; (529) 232

Drug targets, (521) 72

DsRed, (511) 11

DTA40 cell, (525) 145

Dual kinase activity, (532) 357

Dual-specificity phosphatase, (525) 48

Duchenne muscular dystrophy, (517) 163; (530) 109

dUDPase, (526) 147

Duplex, (526) 77

Duplication, (526) 5

Durum wheat mitochondria, (516) 15

dUTPase, (526) 147

DUTTI, (523)12

Dye-coupling, (531) 132

Dynamin, (523) 171

DYRK, (510) 31

Dystrophin, (513) 98; (517) 163; (530) 109

Dystrophin-deficient heart, (520) 18

E

E1A, (526) 82

E2F, (529) 122

E2F-1, (522) 161

E3 ligase, (528) 83

EAACI, (523) 224

Early afterdepolarisation, (512) 59
EBNAI, (532) 135

Echis carinatus leucogaster, (531) 229
Ectodomain shedding, (527) 309
Ectopic protein expression, (529) 341
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Edema factor, (531) 384

EDG, (531) 103

EDG-1, (531) 54
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Oncogene, (528) 12

Oncogenic activity, (515) 51

Ontogeny, (526) 26

Oocyte maturation, (516) 151; (518) 23

Oogenesis, (524) 59

Open and closed conformation, (531) 69

Opioid peptide, (513) 273
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pl4ARF, (528) 207; (529) 122

pl85, (511) 46

pl9, (532) 75

P19 cell, (524) 134

pl19NR4d " (517) 272

P2 purinoceptor, (513) 253

p204 mutant, (515) 51

p21, (518) 169; (531) 319

p2l-activated protein kinase, (515) 84

p21¢Pl (531) 319

P23 co-chaperone, (529) 162

P2X, receptor, (524) 15

P2X5, (512)43; (531) 127

P2Y,, (513)179

P2Y receptor, (523) 147

P2Y1,, (513) 179

p300, (510) 50

p38, (516) 63; (518) 129

p38 MAPK, (510) 99; (528) 133

p38 mitogen-activated protein kinase, (512) 313; (520) 18; (525) 116;
(527) 109; (527) 119; (528) 139; (532) 164

p38y, (S511) 15

p33, (512) 223; (512) 334; (521) 165; (524) 163; (525) 93; (526) 53;
(529) 122; (529) 293, (531) 259; (532) 61

P53, (517) 151

p53-binding site, (524) 69

5782 (532) 283

p62, (510) 57; (512) 19

po63, (524) 139; (525)93

p70 S6K, (510)99

p7086 kinase, (521) 39

p70%6k/p85%sk | (519) 135

p73, (525)93; (529) 122

p73B, (522) 161

p90 ribosomal S6 kinase, (510) 149

p97, (520) 107

Pab240, (526) 53

Paclitaxel, (532) 256

Paired helical filament, (531) 538

PAK, (515) 84

Palindromic repetitive sequence, (521) 95

Palmitoylation, (516) 139

Palytoxin, (513) 277

PAMP, (532) 171

Pancreatic islet, (530) 215; (532) 17

Papain-like cysteine proteinase, (528) 58

Parallel operation, (532) 295

Paralog cross-talk, (532) 21

Paramagnetic nuclear magnetic resonance, (510) 185

Paramagnetic restraint, (528) 189

Paramagnetic shift, (531) 520

Paramyxovirus, (511) 139

Parasin I, (531) 459

Parasite, (525)3

Parasitic protozoan, (522) 104

Parathyroid hormone gene, (529) 60

Parathyroid hormone-related protein, (527) 71

cis-Parinaric acid, (520) 81

Parkinson’s disease, (510) 216; (515) 99; (517) 239; (521) 190; (522) 9

Parsley (Petroselinum crispum), (520) 53

Partially folded intermediate, (514) 181; (515) 79; (517) 239
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Plant enzyme, (514) 243
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Plant mitochondrion, (532) 70
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Plasma membrane Ht ATPase, (512) 152
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Plasmin, (531) 309

Plasminogen, (517) 72; (521) 91

Plasminogen activator inhibitor-1, (521) 91; (526) 115

Plasmodium, (513) 159

Plasmodium falciparum, (515) 71; (521) 72; (522) 3; (527) 95

Plastid, (515) 71; (517) 110

Plastid RNA polymerase, (514) 300

Plastid targeting, (514) 343
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Plastoquinone, (511) 1; (519) 82; (523) 177

Platelet, (510) 175; (511) 59; (531) 475

Platelet aggregation, (512) 111; (519) 8

Platelet-derived growth factor, (521) 180
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Pleckstrin homology domain, (531) 28
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P-loop, (517) 1
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Pluripotency, (529) 135

Plutella xylostella, (519) 215

PnTx2-6, (523) 219

Poa, (529) 126

Point mutation, (512) 43

Polarography, (532) 333

Pollen, (512) 152

Pollenin, (517) 13

Poly(r-alanine), (529) 188

Polyamine, (527) 176; (527) 223

Polycation, (526) 77

Polyene antibiotic, (524) 92
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Polyketide, (517) 87
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Polyphosphoinositide turnover, (520) 133
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Positive selection, (510) 171
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Post-translational regulation, (510) 121
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Pregnancy, (530) 17
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Pre-mRNA splicing, (510) 27; (531) 109

Pre-pore, (513) 242
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Priming, (518) 48; (520) 53

Principal component analysis, (522) 24

Prion, (529) 17; (529) 256, (530) 85; (532) 21

Prion protein, (511) 118; (512) 38; (514) 159
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3’ Processing, (529) 225
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Progastrin, (510) 89
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Progesterone receptor B, (510) 77

Progestogen, (510) 77

Programmed cell death, (510) 136; (512) 25; (515) 75; (532) 111

Programmed death, (528) 23
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Prohormone processing, (510) 89
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Proliferation, (522) 99; (522) 156; (527) 205; (531) 278; (532) 153

Proline, (510) 31
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Proline-rich sequence recognition, (513)45
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Prolyl endopeptidase, (512) 163

Prolyl endopeptidase inhibitor, (512) 163

Prolyl-4-hydroxylase, (515) 114

Prolylcarboxypeptidase, (523) 167

Prolyl-tRNA synthetase, (514) 34

Promoter, (512)223; (517)272; (520)40; (524) 69; (531) 127, (531) 505

Promoter activity, (524) 116

Promoter structure, (531) 304

Pro-ocytocin/neurophysin peptide substrate, (516) 75

Proopiomelanocortin, (516) 201

Pro-oxidant, (512) 218; (520) 30

Propeptide cleavage, (532) 401



82

Propionigenium modestum, (525) 156

Propranolol, (519)45

Prosequence, (531) 265

Prostaglandin E,, (518) 154
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Prostate cancer, (531) 141
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Protease-activated receptor-2, (523) 85
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Protease Lon, (526) 66

Protease sensitivity, (531) 309
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268 Proteasome, (527) 15

Protective antigen, (531) 384

Protein, (521) 165; (527) 234

14-3-3 Protein, (528) 267

Protein acetylation, (530) 139

Protein aggregation, (517) 37; (529) 298; (532) 253
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Protein binding, (527) 166

Protein carbonyl, (532) 80

Protein complex, (511) 33; (516) 164

Protein degradation, (517) 45; (531) 162

Protein disulfide isomerase, (521) 77; (522) 104

Protein domain, (513) 129; (532) 427

Protein domain, specificity and recognition, (513) 141

Protein dynamics, (517) 172
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Protein expression, (518) 111; (529) 208; (531) 152
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Protein inhibitor, (519) 66

Protein inhibitor of activated STAT3, (526) 142; (530) 204

Protein interaction, (513) 38; (513) 135; (519) 169

Protein kinase, (510)31; (514) 26; (515) 84; (520) 156; (523) 48; (524)
31, (531 7

Protein kinase A, (521) 157; (524) 103; (524) 193

Protein kinase B, (510) 149; (531) 324

Protein kinase C, (515) 127; (515) 159; (517) 201; (517) 206; (519) 8;
(523) 90; (524) 103; (524) 149; (527) 109; (531) 58; (532) 324

Protein kinase C isotype, (521) 205

Protein kinase C3, (516) 265

Protein kinase CK2, (528) 145

Protein kinase CC, (510) 57; (514) 361

Protein kinase domain, (531) 363

Protein kinase inhibitor, (519) 135; (531) 189

Protein-lipid interaction, (525) 33

Protein modification, (527) 319

Protein module, (513) 38; (513) 135

Protein nitration, (511) 59

Protein oxidation, (510) 41; (527) 289; (532) 103

Protein phosphatase, (516) 265; (528) 267

Protein phosphatase 1, (527) 101

Protein phosphatase 2A, (528)<139

Protein phosphatase 2A methylation, (518) 1

Protein phosphorylation, (514) 26; (521) 9; (528) 145

Protein—protein interaction, (513)2; (513) 58; (513) 141; (514) 184;
(522) 173; (527) 63; (527) 143; (529) 293; (531) 245; (532) 241; (532)
357

Protein quaternary structure, (516) 239

Protein repeat, (527) 114

Protein—-RNA binding, (529) 60

Protein secondary structure, (510) 13

Protein stability, (520) 73; (531) 259

Protein structure, (517) 55; (517) 139; (527) 1; (527) 27; (531) 363

Protein structure similarity, (517) 1

Protein synthesis, (514) 49; (514) 60; (531) 448

Protein targeting, (514) 347; (516) 213

Protein trafficking, (518) 101

Protein transduction domain, (532) 36

Protein translocation, (510) 17; (512) 13; (527) 159

Protein tyrosine phosphatase, (517) 27; (532) 61
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Protein tyrosine phosphatase inhibitor, (524) 54
Protein unfolding, (513) 259

Proteinase inhibition, (523) 2

Proteins L1, L27, L33, (514) 60
Proteoliposome, (528) 193

Proteolysis, (516) 129; (521) 9; (523) 58; (529) 22
Proteolytic cleavage, (524) 43

Proteolytic cleavage kinetics, (516) 75
Proteome, (528) 217

Proteomics, (513) 141; (520) 97; (528) 197; (529) 173; (531) 499
Protochlorophyllide, (532) 27
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Proton channels, (522) 14
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Proton pump, (524) 37

Proton translocation, (522) 14

Protoxin activation, (513) 242

PrP, (530) 85
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pshD, (516) 225
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PSD-95, (521) 185
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Puberty, (510)22

Pulmonary artery, (522) 125

Purification, (532) 177

Purine degradation, (512) 323

Purinergic, (531) 299

Purinergic P1 receptor, (532) 267

Purinergic receptor, (523) 147
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PutP, (529) 73

Pyk2/RAFTK, (521) 190

Pyoverdine, (523)23

PYPAFS3, (530) 73

Pyrazolynate, (516) 156

Pyrimidine biosynthesis, (511) 6; (514) 323
Pyrimidine de novo metabolism, (527) 229
Pyrimidine nucleoside phosphorylase, (523)239
Pyrimidine salvage metabolism, (527) 229
Pyrimidines, (529) 346

PYRIN-containing Apaf-1-like protein, (530) 73
Pyrococcus, (531) 335

Pyrophosphatase, (512) 8

Pyrrolidine dithiocarbamate, (532) 80; (532) 289
Pyrrolo-1,5-benzoxazepine, (515) 66

Pyruvate dehydrogenase, (517) 110

Pyruvate dehydrogenase multienzyme complex, (522) 173
Pyruvate kinase, (514) 255
6-Pyruvoyltetrahydropterin synthase, (523) 234
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Quality control, (512) 213

Quantification, (529) 173

Quantitation, (515) 171

Quantitative polymerase chain reaction, (522) 71
Quantitative trait locus, (529) 131

Quaternary structure, (518) 139

Quenching, (516) 75

Quercetin, (520) 30



Volumes 510-532 (2002)

Quinidine, (514) 204
Quinone/quinone methide, (520) 30
Quinones, (529) 346
Quinoprotein, (517) 172

R

Rab, (515) 89

rabll, (531) 513

Rab27a, (517)233

Rab3, (525) 126

Rab effector, (517) 233

Racl, (514) 260; (515) 141; (518) 129; (527) 284; (531) 62; (532) 351

Rad50, (516) 164 .

Radioligand binding, (524) 188

Radiolysis, (532) 203

Radiosensitivity, (519) 195

Raf, (510) 149; (513) 53; (531) 475

Raf-1, (521) 157

Raft, (523)79; (528) 35; (530) 85; (531) 47

Raft property, (531) 33
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Rarl, (529) 162

Rare codon, (512) 209
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Rat, (512) 255; (528) 272
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Rate-determining steps, (521) 77

Rational design, (526) 43

RB, (526) 119

Reaction center, (510) 105; (527) 171; (530) 117; (530) 153; (532) 91

Reaction intermediates, (532) 203

Reaction mechanism, (519) 181
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15;(518)29;(519)77;(519) 195, (526) 101; (527)91; (531) 359; (532)
203; (532) 256

Real-time PCR, (517) 79

Real-time polymerase chain reaction, (522) 71

Receptor, (515) 119; (515) 146; (516) 124; (519) 215; (528) 109; (530)
244

Receptor activity-modifying protein, (519) 113; (531) 464

Receptor binding, (513) 242

Receptor desensitisation, (518) 195

Receptor for advanced glycation end product, (511) 170

Receptor-Gy, coupling, (522) 130

Receptor phosphorylation, (521) 140

Receptor tyrosine kinase, (515) 1; (529) 110
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Recombinant collagen, (515) 114
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Recombinant protein expression, (532) 143

Recombinase, (529) 116
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RecQ, (521) 170
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Red blood cell, (517) 41
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Redox, (526) 106

Redox-Bohr effect, (532) 261

Redox equilibrium, (510) 67

Redox potential, (527) 171; (532) 333

Redox protein, (529) 208

Redox regulation, (511) 145; (519) 41; (530) 79

Reductase, (531)489
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Regulated secretion, (512) 259
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41
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Relaxation, (516) 93

RelB, (519) 191; (532) 45

RelE, (519) 191
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Reliability, (532)415

Remodeling, (524) 123

Renal injury, (510) 221

Repeat peptide, (512) 38

Replication, (516) 179

Replication checkpoint, (524) 79

Replicative senescence, (531) 499

Reporter gene, (532) 267

Reproduction, (531) 407

Residual dipolar coupling, (528) 189

Resistance pump, (529) 86

Resistin, (526) 26; (530) 158; (532) 345

Resorufin, (512) 121

Respiration, (521) 53; (522) 6; (532) 256

Respiratory epithelium, (532) 237

Respiratory mutant, (515) 104
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Restenosis, (531) 122

Restricted feeding, (526) 115
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Restriction enzyme, (530) 143
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Retention motif, (532) 363

Retina, (513) 169; (519) 185

Retinal, (531) 525

Retinal pigment epithelium, (528) 217

Retinaldehyde, (531) 489

Retinitis pigmentosa, (528) 17

Retinoblastoma, (515) 51

Retinoic acid, (526) 63; (527) 229; (532) 153

Retinoid X receptor, (532) 373

Retrovirus, (529) 337

Reverse transcriptase polymerase chain reaction, (514) 229

Reverse transcription polymerase chain reaction, (515) 71; (526) 26
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RGD peptide, (512) 111

RGD sequence, (523) 63

Rhamnose-glucose polysaccharide, (532) 159

Rheumatotid arthritis, (517) 121; (524) 6

Rho, (529) 168; (531) 58; (531) 565

Rho family, (518) 129

Rho GTPase, (523) 35; (528) 27

Rho GTPase activating protein, (528) 27

Rho kinase, (515) 127, (524) 149; (527) 101

RhoA, (525) 100; (532) 445

Rhodanese, (518) 173; (532) 427

Rhodobacter capsulatus, (512) 240

Rhodopsin, (528) 17; (528) 227

RhoE, (525) 100
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Ribosome, (514) 11; (514) 55; (514) 67; (514) 70; (514) 90; (516) 213;
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Ribosome inactivating protein, (516)27; (531) 295

Ribozyme library, (528) 63

Ribulose-1,5-bisphosphate carboxylasc/oxygenase, (520) 73; (527) 33

Rice, (532) 279

Ricin, (529)49

Rieske iron—sulfur protein, (519) 99

Riol kinase signature, (524) 31

Rit, (511) 15

4.5S RNA, (514) 44; (514) 70

RNA aptamer, (514) 90
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RNA binding, (517) 155

RNA binding protein, (516)9; (525) 145
RNA colony, (530)4

RNA folding, (530) 4

RNA interference, (521) 195; (532) 227
RNA modification, (523) 182

RNA polymerase, (516) 225

RNA polymerase II, (513) 305

RNA polymerase III promoter, (532) 227
RNA processing, (518) 93
RNA-protein interaction, (523) 73
RNA recognition motif, (528) 171
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RNA retention, (531) 109

RNA silencing, (532) 75

RNA stability, (529) 60

RNA world, (530)4

RNAi, (527) 274

RNase, (516) 208

RNase E, (529) 225

RNase I1I, (518) 93

RNase P, (511) 107

Rnd3, (525) 100

Ro 31-6045, (519) 135

ROBOI, (523) 12

Rodent, (519)23; (529) 131

ROKao, (532) 445

Rolipram, (512) 205; (530) 5

Rolling, (511) 133 .
ROSA26, (523) 68

Rosa chinensis, (515) 35

Rosa spp., (523) 113

Rose, (515)35;(523) 113

Rosmarinic acid biosynthesis, (514) 219
Rossmann fold, (517) 267

Rotational strength, (521) 31
Roundabout, (523) 12

Royal jelly, (528) 125

RPL2] gene, (518)48

rRNA, (514) 44

rRNA processing, (523) 182

RSC, (531)215

ritTA, (517) 115

Ryanodine, (516) 35

[PHJRyanodine binding, (511) 90
Ryanodine receptor, (511)90; (512) 67; (515) 155; (516) 35

S

S1, (516) 245

S1 subsite, (512) 133

S1P, (531) 103

SS5a, (522)93

10Sa, (514) 74 -

Saccharomyces cerevisiae, (511) 85; (512) 213; (513) 193; (516) 119;
(517) 97; (517) 144; (522) 177; (524) 31; (525) 131; (531) 215; (532)
324

Salicylic acid, (520} 53

Saliva, (517) 67; (518) 116

Salivary gland, (517) 67

Salmonella enterica, (521) 105

Salt bridge, (518) 39

Salt stress, (531) 157

Salt tolerance, (532) 279

Sam68, (525) 145

Sambucus nigra, (516) 27

Samia cynthia ricini silk fibroin, (529) 188

B-Sandwich, (527) 114

Sarcolemma, (511) 113

Sarcoplasmic reticulum, (516) 35

Scaffold, (512) 19; (516) 80

Scanning force microscopy, (517) 37
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Scavenger receptor, (511) 133; (526) 93
Scent, (515) 35; (523) 113

Schematic rule, (532) 295

Schistosoma mansoni, (514) 141
Schistosome, (519) 205
Schistosomiasis, (514) 141

Sciatic nerve, (529) 303

Sco, (518) 10

Scorpion, (528) 261

Scorpion toxin, (510)45; (532) 121
Scrambled lysozyme, (511) 73

SDF-la, (514) 209

SDPI, (527) 186

Sea anemone toxin, (532) 131

Secl, (528) 154

SECI3 gene, (511) 85

Sec5, (532) 211

SecA, (510) 17

SecG, (527) 159

Secondary protein structure, (522) 77
Secondary structure, (512) 38; (517) 155; (521) 31
Secondary structure alignment, (524) 31
Secondary structure formation, (515) 79
Secondary transport, (529) 73
Secophalloidin, (519) 201

B-Secretase, (524) 183

v-Secretase, (520) 117

Secretion, (514) 44

Secretory protein, (511) 127

Securin, (527) 303; (528) 246

SecY, (510) 17; (527) 159

Selectin, (532) 411

Selection, (532) 455

Selective cyclooxygenase-2 inhibitors, (531) 278
Selective serotonin re-uptake inhibitor, (512) 59
Selenate reductase, (516) 145
Selenocysteine, (517) 225
Selenoprotein W, (517) 225

SELEX, (528) 12

Self-assembly, (531) 137
Self-organization, (510) 5

Self-renewal, (529) 135

Semaphorin, (529) 168

Seminal fluid, (523) 187

Semliki Forest virus, (521) 62

Sendai virus, (511) 139; (515) 184
Sendai virus fusion protein, (513) 153
Senescence, (515) 35;(516) 71

Senile cataract, (531) 162

Sensor, (531)93

Sensory neuron, (523) 68

Separase, (528) 246

Sepiapterin, (523) 234

Sepsis, (520) 122; (527) 5

Septation, (511) 85

Septic shock, (519) 227

Septin, (519) 169

Sequence analysis, (513) 129; (519) 178; (532) 231
Sequence clustering, (514) 129
Sequence motif, (518)43

Sequence of exon deletions, (516) 133
Serine 262, (523) 247

Serine autophosphorylation, (532) 357
Serine protease, (512) 133; (528) 203
Serine pyruvate aminotransferase, (527) 199
Serine—valine-rich peptide, (528) 125
Serotonin, (511) 102

Serpin, (521)91; (522) 147;(523)2
Serpin mechanism, (523) 2

Serum deprivation, (526) 21

Serum response element, (531) 565

Sf9, (532) 143

Sgslp, (529)43

Sgtl, (529) 162
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SH?2 domains, (513)2

SH3, (519)1

SH3 domain, (513) 30
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SH3 domain of nebulin, (532) 273

She, (513) 67

Shear stress, (529) 286

Shedding, (514) 175; (517) 206

Shewanella, (531) 520

Shiga toxin, (529) 49

Shiga toxin-producing Escherichia coli, (524) 219

Shigella apyrase, (512) 8

Shigella pathogenesis, (512) 8

Shock waves, (520) 153

Shp-2, (529) 361

SHPS-1, (519)1

sHSP20 chaperone, (529) 162

Siah-1, (512) 223

Sialic acid, (511)97; (521) 127

Sialidosis, (521) 19

Sialoglycoproteins, (517) 215

Sialyltransferase, (517) 215

Sidearm, (531) 397

Siderophore, (523) 23

Sigs, (516) 225

Sigma factor binding protein, (514) 300

Signal for phasing, (523) 7

Signal peptidase, (516) 106

Signal peptide, (516) 106; (523) 12

Signal recognition particle, (514)44; (514) 70

Signal sequence conformation, (526) 97

Signal sequence suppression, (510) 17

Signal transducer, (531) 93

Signal transducer and activator of transcription, (532) 164

Signal transducers and activators of transcription 1, (511)41; (520) 145

Signal transduction, (511) 41; (513) 2; (513) 45; (513) 58; (513) 77,
(515)1; (515)119; (516) 63; (518) 195; (519) 50, (519) 93; (519) 103;
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(516) 253; (527) 58, (527) 186; (528) 3; (531) 565; (532) 67

Signaling cascade, (531) 65

Signaling pathway, (521) 180

Signaling enzymes, (529) 179

Silencing, (529) 151

Silkmoth, (524) 59

Silver inhibition, (531)443

Simian vacuolating virus 40 DNA replication, (527) 143

Simian virus 40 large T antigen, (511) 46

Simulation, (515) 146

Sindbis virus, (521) 62

Single-cell reverse transcription polymerase chain reaction, (512) 152

Single chain urokinase, (523) 167

Single molecule, (510) 154; (525) 156

Single molecule experiment, (528) 53

Single-molecule fluorescence resonance energy transfer, (527) 147
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